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KOPCHICK8APCT (EDIS) (IPC) . ST25 . txt 10/563832 

SEQUENCE LISTING 



<AP29Rso^a?GT.?TB 09 JAN 2006 



<110> OHIO UNIVERSITY 

KOPCHICK, 3ohn J. 
RIDERS, Markus 
COSCHIGANO, Karen T. 
GOSNEY, Elahu S. 

<120> DIAGNOSIS AND TREATMENT METHODS RELATED TO AGING (AG) 

<130> K0PCHICK8APCT 

<140> PCT/US2004/21944 
<141> 2004-07-08 

<150> 60/485,422 
<151> 2003-07-08 

<160> 27 

<170> Patentin version 3.3 

<210> 1 

<211> 263 

<212> DNA 

<213> Mus sp. 

<400> 1 

tatggcaaag atttggtgga gaaggccaag acctcagaga ttcagagcca ggtcaaggca 60 

cactttgaga agacacacga gcagctgaca ccccttgtca ggtcagcagg aactagtctg 120 

gtgaacttct tcagcagttt aatgaacctc gaggagaaac cggctcctgc ggctaagtga 180 

gatgtgccag gcccagtctt cccaccccag ctgctccact ggccaccgct agagcccctc 240 

tccctacctt crgcctgttt tct 263 

<210> 2 

<211> 865 

<212> DNA 

<213> MUS sp. 

<220> 

<221> misc^feature 

<222> C172) . . (173) 

<223> n is unknown. 

<220> 

<221> misc^feature 

<222> (320) . . (320) 

<223> n is unknown. 

<400> 2 

acgcggggaa ttccaattct ccaggcatac gcgtataaca actcggataa ccattgttag 60 

ttaatcagac tataggcaat aatcacacta taaataatcc acctataact tctctgttaa 120 

cccaacaccg gaatgcctaa aggaaagatc caaaaagata aaaggaactc gnnaaacaag 180 

aaccccgcct gtttaccaaa aacatcacct ctagcattac aagtattaga ggcactgcct 240 

gcccagtgac taaagtttaa cggccgcggt atcctgaccg tgcaaaggta gcataatcac 300 

ttgttcctta attagggacn agcagaacgg ctaaacgagg gtccaactgt ctctttatct 360 
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KOPCHICK8APCT (EDIS) CiPC) . ST25 . txt 
ttaatcagtg aaattgacct ttcagtgaag aggctgaaat ataataataa gacgagaaga 420 

ccctatggag cttaaattat ataacttatc tatttaattt attaaaccta atggcccaaa 480 

aactatagta taagtttgaa atttcggttg gggtgacctc ggagaataaa aaatcctccg 540 

aatgattata acctagactt acaagtcaaa gtaaaatcaa catatcttat tgacccagat 600 

atattttgat caacggacca agttacccta gggataacag cgcaatccta tttaagagtt 660 

catatcgaca attagggttt acgacctcga tgttggatca ggacatccca atggtgtaga 720 

agctattaat ggttcgtttg ttcaacgatt aaagtcctac gtgatctgag ttcagaccgg 780 

agcaatccag gtcggtttct atctatttac gatttctccc agtacctcgg ccgcgaccac 840 

gctaagggcg aattccagca cactg 865 

<210> 3 

<211> 387 

<212> DNA 

<213> Mus sp. 

<400> 3 

acgcgggggt ggaaaggcga ccatgcttct ctgctctgac agttgatgaa acatatgtcc 60 

ccaaagagtt taaagctgag accttcacct tccactctga tatctgcaca cttccagaga 120 

aggagaaaca gattaagaaa caaacggctc ttgctgagct ggtgaagcac aagcccaagg 180 

ctacagcgga gcaactgaag actgtcatgg atgactttgc acagttcctg gatacatgtt 240 

gcaaggctgc tgacaaggac acctgcttct cgactgaggg tccaaacctt gtcactagat 300 

gcaaagacgc cttagcctaa acacatcaca accacaacct tctcaggcta ccctgagaaa 360 

aaaagacatg aagactcagg actcatc 387 

<210> 4 

<211> 711 

<212> DNA 

<213> MUS sp. 

<220> 

<221> mi sc_f eatu re 

<222> C523). .C523) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (543)..C543) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> C579)..(579) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> C587) . . C587) 

<223> n is unknown. 

<220> 

<221> miscfeature 
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<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<2Z2> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



C612) . . C612) 
n is unknown. 



misc_feature 
C615) . . (615) 
n is unknown. 



misc_feature 
C625). .(625) 
n is unknown. 



misc_feature 
(639) . . (639) 
n is unknown. 



misc_feature 
(647) . . (647) 
n is unknown. 



misc_feature 
(657). .(658) 
n is unknown. 



misc_feature 
(663) . . (663) 
n is unknown. 



misc_f eature 
(675) . . (675) 
n is unknown. 



mi sc_f eature 
(677) . . (677) 
n is unknown. 



mi sc_f eature 
(682) . . C6W 
n is unknown. 



mi sc_f eature 
(684) . . (684) 
n is unknown. 



mi sc_f eature 
(692) . . (692) 
n is unknown. 



KOPCHICKSAPCT (EDIS) (IPC) . ST25 . tXt 



<220> 

<221> mi sc_f eature 

<222> (697) . . (697) 

<223> n is unknown. 

<400> 4 

acgcggggca atcgttcacc tcctcttcct ccacgaaaca ggatcaaaca acccaacagg 
attaaactca gatgcagata aaattccatt tcacccccac tatacaatca aagatatcct 
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aggtatccta atcatattct taattctcat aaccctagta ttatttttcc cagacatact 180 

aggagaccca gacaactaca taccagctaa tccactaaac accccacccc atattaaacc 240 

cgaatgatat ttcctatttg catacgccat tctacgctca atccccaata aactaggagg 300 

tgtcctagcc ttaatcttat ctatcctaat tttagcccta atacctttcc ttcatacctc 360 

aaagcaacga agcctaatat tccgcccaat cacacaaatt ttgtacctcg gccgcgacca 420 

cgctaagggc gaattctgca gatatccatc acactggcgg ccgctcgagc atgcatctag 480 

agggcccaat tcgccctata gtgagtcgta ttacaattca ctnggccgtc gtttacaacg 540. 

tcntgactgg gaaaacccct ggcgttacca aattaatcng cctttgnaaa catccccctt 600 

tcgccagctg gncgnaatag cgaanaaggc ccccacccna cgccctncca acagttnncc 660 

canctatacc gtacngnatt tnanggttta cncctanaaa aaaaagagcc g 711 



<210> 
<211> 
<212> 
<213> 



5 

850 
DNA 

MUS sp. 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 



mi sc_feature 
(39) . . C39) 
n is unknown. 



misc_feature 
(216) . . (216) 
n is unknown. 



misc_feature 
(218) . . (218) 
n is unknown. 



misc_feature 
(572). .(572) 
n ts unknown. 



misc_feature 
(590) . . (590) 
n is unknown. 



misc_feature 
(594) . . (594) 
n is unknown. 



misc_feature 
(600) . . (600) 
n is unknown. 



misc_feature 
(605) . . (605) 
n is unknown. 
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<221> misc_feature 

<222> (681) . . (681) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (693) . . (693) 

<223> n is unknown - 

<220> 

<221> misc^feature 

<222> (711) . . (711) 

<223> n is unknown - 

<220> 

<221> misc_feature 

<222> (727) . . (727) 

<223> n is unknown . 

<220> 

<221> misc_feature 

<222> (730) . . (730) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (741) . . (741) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (748) . . (748) 

<223> n is unknown. 

<220> 

<221> misc^feature 

<222> (764) . . (764) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (768).. (768) 

<223> n is unknown. 

<220> 

<221> misc_featxire 

<222> (772).. (772) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (774) . . (774) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (780) . . (780) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (784) . . (784) 

<223> n is unknown. 

<220> 

<221> mi sc«f eature 

<222> (786) . . (786) 

<223> n is unknown. 



K0PCH1CK8APCT (EDIS) (IPC) . ST2 5 . txt 
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<220> 

<221> misc^feature 
<222> (788) . . (788) 
<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (793) . . (793) 

<223> n is unknown. 

<220> 

<221> mi sc_f eature 

<222> (798) . . (799) 

<223> n is unknown. 

<220> 

<221> misc_feal:ure 

<222> (812) . . (812) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (829) . . (829) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (833) . . (833) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (841) . . (841) 

<223> n is unknown. 

<220> 

<221> misc^feature 

<222> (844) . . (845) 

<223> n is unknown. 

<400> 5 . 

taaaaaattt tttgggcaca gctcggtttc tagtaacgnc cgccagtgtg ctggaattcg 60 

cccttagcgt ggtcgcggcc gaggtacgcg ggggagtgta ggcactataa cctgaaagac 120 

gtggtcctga caggaggaca attctattcc ctaccaaaat gaagctgctg ctgccgctgc 180 

ttctgctcct gtgtttggaa ctgactttag tctgtntnca tgcagaagaa tctagttcta 240 

tggaaaggaa ctttaatgta gaacagatta gtagggtatt ggttttctat tgctgaagcc 300 

tctgatgaaa gagaaaagat agaagaacat ggcagcatga gagcttttgt ggaaaacatc 360 

actgtcttgg agaattcctt agtctttaaa ttccatttaa ttgtaaatga agagtgcacc 420 

gaaatgactg cgattggtga acaaacagaa aaggctggca tatattatat. gaactatgat 480 

ggattcaata catttagtat acttaagaca gactatgata attatattat gattctctca 540 

ttaacaaaaa ggatgggaaa accttcccag cntgatggag ctctatggcn cganaaccan 600 

atttngagtt taagacatca aaggaaaagt tttgcaaaac tatgccgagg agcatggaat 660 

cattagaaaa aaatatcatt ngacctaacc aangtccatc cgctggcctc ntaggccccg 720 

aaaatgnaan aatgggccga nccctccngg tgggcaaaat tcanttanaa cnangaggan 780 
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KOPCHICK8APCT (EDIS) (IPC) - ST25 • txt 
tgtnantnga aanttttnnc aagactccac tntccttcct tccttcaant ccntgccaag 840 

nttnngatcc 850 

<2iO> 6 

<211> 905 

<212> DNA 

<213> MUS sp. 

<220> 

<221> misc_feature 

<222> (839) . . (839) 

<223> n is unknown. 

<400> 6 

acgcggggag tgtagccacg atrcacaagaa ■ agacatggtc ctgacagaca gacaatccta 60 

ttccctacca aaatgaagat gctgctgctg ctgtgtttgg gactgaccct agtctgtgtc 120 

catgcagaag aagctagttc tacgggaagg aactttaatg tagaaaagat taatggggaa 180 

tggcatacta ttatcctggc ctctgacaaa agagaaaaga tagaagttaa tggcaacttt 240 

agactttttc tggagcaaat ccatgtcttg gagaattcct tagttcttaa agtccatact 300 

gtaagagatg aagagtgctc cgaattatct atggttgctg acaaaacaga aaaggctggt 360 

gaatattctg tgacgtatga tggattcaat acatttacta tacctaagac agactatgat 420 

aactttctta tggctcatct cattaacgaa aaggatgggg aaaccttcca gctgatgggg 480 

ctctatggcc gagaaccaga tttgaggtca gacatcaagg aaaggtttgc acaactatgt 540 

gaggagcatg gaatccttag agaaaatatc attgacctat ccaatgccaa tcgctgcctc 600 

caggcccgag aatgaagaat ggcctgagcc tccagtgttg agtggacact tctcaccagg 660 

actccaccat catcccttcc tatccataca gcatccccag tataaattct gtgatctgca 720 

ttctatcctg tctcactgag aagtccaatt ccagtctatc cacatgttac ctaggatacc 780 

tcatcaagaa tcaaagactt ctttaaattt ctctttgata tacccatgac aatttttcna 840 

tgaatttctt cctcttcctg rtcaataaat gattacccaa aaaaaaaaaa aaaaaaaaaa 900 

aaaaa 905 

<210> 7 

<211> 238 

<212> DNA 

<213> MUS sp. 

<400> 7 

gagtatccaa gaagggagag tgaatcgagt cctcgctatg gagcatcccc aactgcagcc 60 

ttactggcag gacacggaaa ggagagcggc tgctctggct aacacagaac ctttacgttt 120 

ctgtgtctcc actgtctctc tgaacctcca tggtgctgca agttaccagt ggctaatgag 180 

gtcccgactc ccatcccatg ctctatttaa aatgatgatg tttggttcta gactccat 238 



<210> 8 
<211> 1542 
<212> DNA 
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<213> MUS sp. 
<400> 8 

ctggagctcg cgcgcctgca ggaagcgagg agagcgcgta tccgagcgcc cggcggcggt 60 

cttcctgcgc gctcaggacc gcaccatgct cgcgctccga agcggcctaa ggacagcgct 120 

ggccccgcgg gttctgacgc ctcaggtatg ttcacctttt gctacaggcc ccaggcaaag 180 

caatggcaca ttctatgaat tccgcaccta ttttctcaag ccctcaaaga caaatgagtt 240 

cctggaaaat tttaagaaca gtgttcacct tcggacagct cactctgaaa tgattggcta 300 

ttggactgta gaatttggag gcagaacgaa cagagttttc catatttgga agtatgataa 360 

ttttgctcat cgaactgcag tccgcaaagc cttggccaag gataaggaat ggcaggaacg 420 

attcctcatt ccaaatttgg ctttcattga taaacaagag gttgagatta cctacttggt 480 

accatggtgc aaaataggaa cgcctcccaa ggaaggagtc tatgaactgg ctacctttca 540 

gatgaagcct ggcggcccag ctctgtgggg taatgcattt aaaagggcag taaatgccca 600 

tgtggagctt ggctactcta cactagttgg tgttttccac accgaatatg gagccctcaa 660 

cagagttcat gttctgtggt ggaacgagag tgcagacagc cgagcagctg ggagacactg 720 

gtctcacgag gaccctagag tggtggctgc tgttcgggag agtgtcagtt acctagagtc 780 

ccagcagaat acgttcctga ttccaacatc attttcacca ctgaagtagt ttcctaccca 840 

gcccagagca tcccatcaca gaggtgagct gtatccacag cgggcacttc ctgtctccaa 900 

gatggagtcg cccagttcat tgtctgaagg acggggctga gctattacac tgtgacctct 960 

gcatcttgaa ggctacctga gtcatttact acgagtagtt caggaaatgt ttctgttcat 1020 

tttcataact actggatatc agaaagcatt gttactccgt gccctggtac ttcattgttt 1080 

cacaatatct tgccttctga gatttttatg actaagtctt gtattcaaac atgattttga 1140 

atttttttcc ctcaaagtat ctgtaaatta aataaataca atgtctgcct ttttatcatg 1200 

ttcatttttc ctgaaattta aaactatttt ttaccagtaa tcctttcttt gtgataataa 1260 

gtgggattta tagaaatatt aaatctagta tttgtcttta tactttagaa aagtattaat 1320 

tatggtttca cattcattat taagtcaaaa ttggaaaata atatatcctt gagacttggt 1380 

gtataatacg gtcttagtgt gtttgttttt aattgcttgt actactttta actttacctt 1440 

gaattactca taaatattat gagacactta tttatttcaa tgagaaaatg gaaatctctg 1500 

acctaataaa agccttcaca ttcaaaaaaa aaaaaaaaaa aa 1542 

<210> 9 
<211> 3031 
<212> DNA 
<213> Mus sp- 

<400> 9 

gcgcacccgt cggtccggcc cggaaagctt ctgcgagaag ctgtcgcggg tgggctcgga 60 

gattgctagt ccctggttgg taccagtctt gagtctcggt gagactcggc gacgaaggtc 120 

attccccttt aaaaaaaaat atttgtttta attcatccga gttgttccgt ggccttttcc 180 
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tctccagaaa 


catgattctt 


tgccttaaat 


gacttatata ttaaaggagt 


gaaaatgcag 


240 


acagaactgt 


tcaaacgcca 


aggctccttg 


gcagtatcct gtttttatac 


gtatatccta 


300 


tctttgttca 


aattaatcgt gattggtggt 


gctggatggg tgcttcctca gtctttatta 


360 


ggatttcatc 


attgcttgaa 


agaaaccagt 


ctcctacctg ataaaaatgt 


gaatagattg 


420 


ttagtcataa 


acttaagtgt 


agtaagaata 


gagactgtag ctttaaaaga gatgtgacgg 


480 


gaggtacacc 


tgtagcacag 


gtagggcagg 


actggtttcc aggcaactgt 


caggggtgaa 


540 


gaaaggtgag 


gtataaattg 


cctttttttt 


ttttttcatc ctggaaaaaa 


aaagaaaaaa 


600 


gaaaagttct 


acagttttac 


acttccttaa 


gtctatacag gtatagtgaa tatgcatcta 


660 


ttaagactgg 


gacatttttg 


agttcactgt 


ggtggctctt gcctttaaat 


tttttttttt 


720 


cttgaaacat 


ggagatttta agagagattt 


taccaaaata gagaccaaag 


ataatctaaa 


780 


tacctttatc 


agtaaaagag 


caaattttgt 


aaggaataag ctggtttcgt 


actaacctgt 


840 


caactctggc 


ggatattatc 


aggtttgaga 


ggaaatacat gaagatgttt 


aaaaaggctg 


900 


ggcactctgt 


catggccttc 


actccctctc 


ctgtgcactg gtggacattt 


gctgatcagt 


960 


ggtaaaaatc 


tcaaactgta 


aatctgtatc 


ttggcaaata aatcagatgg 


taaactcctt 


1020 


aagggctgga 


aaatgccctg 


aacagctctt 


attttacaca gccttgaata 


tagttcatgt 


1080 


tgattaaata 


catgcaggaa 


agcatggttt 


acattttaag gcttaacagg 


attggtccaa 


1140 


gaactgataa 


ggtttggaaa 


gaaaatctgt 


tgttccttgt taatagctgc 


tatgaaatgt 


1200 


ctggatttct 


catatttttg 


agaggtagaa 


ttattgtttt ttaatgagtt 


ggatttccta 


1260 


ctttgggttc 


atagtagata 


ctggtgagcc 


ttttgtatga cttaattatg 


tcgtagtctc 


1320 


taggtgtttt 


atgttttatg 


aaactgagtc 


tttattgcca cttctccaaa gctgtactag 


1380 


atgaatactg 


cctttcagct 


catactaata 


gtagctttta aaagcaagtt 


ccctaaatta 


1440 


caggtgcacc 


acaccagctt 


gcaactgacc 


tgattgtcag catacctaca 


tcaggttgct 


1500 


ttggaaaggc 


aagcagagga gggaaaggtg 


gtgcccaggg taattctagg 


aatttgaatg 


1560 


tccctggctc 


cctctaccag 


agaagcagct 


ctgctcctaa tctccataaa tatgaactgg 


1620 


tgcctcacca 


tccagatgca 


cgtagatagc 


atcctttgca gacatttggc 


caggacatgg 


1680 


gaaagctaat 


gaacagtaac tagataaaaa 


ccatccacct gtggtattct 


ggcatcattc 


1740 


ccacagttta 


aacttgatgt 


ggataaaact 


ggtgaacttc agggtctaaa 


ctataaatta 


1800 


ctagcttaac 


aggatgggtg 


ttaagaaaaa 


aaagtgtggg attcaaactt 


caaaagacaa 


1860 


gattaggagt 


cttcattgat 


attttagtca 


attcctttgt actgtaaaat 


tggagtggga 


1920 


ctattgcaaa 


gtgactgatt 


tcccaggcct 


tgctgaatat atctttaaaa 


tgtggaattc 


1980 


gagccctttt 


cagtttggaa 


ataggatggt 


tagcttcctg ctcaaaagct 


cttacaaccc 


2040 


atagctaaga 


agaaacttca 


caagttacag 


attcttaatt cacatgttct 


tttctggcct 


2100 


cgtctcatgg 


ctggctatgt 


tatttaagaa 


atcagttctt agcactgtgg 


cacacacctt 


2160 


taatcctagc 


agtagcacta 


ggcagaggca 


ggcagatctc taagttctaa ggccaacctg 


2220 
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gtctaeagag 


tgatgtctgg acagctggag 


ctacaaagag 


aaagcttgtc 


tggaaaacca 


2280 


aaacaaaaaa 


ctaaataaaa 


aaaggaaatc 


agttgtgaat 


gtcgcctatc 


tgtggaggcc 


2340 


tcccctgacc 


acctgtgtaa ataagctctc tgcctcctta tcctgccatt 


gtgccctgct 


2400 


catttccttg 


agagataacc 


ccatgtgaaa 


ttatcctcat 


cctcgttaga tggcctcatc 


2460 


agccaacaac 


catttttctt 


catctgatga atctagtcca gaagaagcat 


tcctatgtat 


2520 


ttgtgaaaat 


aaatgtttgc tttcttagag 


tttgacctga agaaagctga gttccagttc 


2580 


ctgtcattgc 


aggtagctag 


cacataggtc 


ttatgtagcc 


ctccttttta 


tagaaacatg 


2640 


attttaggtc 


agcaagaata ttaggagaac 


caaggctatt 


gcctaaaatg 


acgatagaaa 


2700 


ggaggagtgg 


gtgaagagag 


cgctggctgg 


ctgacagcgc 


agaacagccc 


aggtaggatg 


2760 


cttcagtcag 


cagggtgtct 


caactcactt 


catttcttta 


aagcaaaaat 


ggagattata 


2820 


attcctgcct 


cttacaggga 


tgtgtagata 


gtatataaga 


gagagctttg 


taatttgtag 


2880 


agtgctttac 


agataaaaga 


atcctattac 


tgaatttcag 


gattttttta 


aaaattattt 


2940 


atttttattt 


atatgaatac 


actgaagaca 


gctacagtgt 


acttacatat 


aataataaat 


3000 


aaatctttaa 


aaaaaaaaaa 


aaaaaaaaaa 


a 






3031 


<210> 10 
<211> 1798 
<212> DNA 
<213> Mus sp. 












<400> 10 
ccagatacat 


tcagatagcc 


aaaggtttct 


gaccgacctc 


cggaatgata 


ttgagaagaa 


60 


aataggcttc 


gatgctatca 


tgagggttcg 


gaccagcaca 


ggtttcaggg 


ccactgattt 


120 


ctttggtgga 


atattcatga 


acaacaccac 


agatgtggaa 


atggcggcca 


tcgactgcga 


180 


taaagccgtg 


acagtggagt 


tcaagcacga 


tgacaagctc 


agtgaagatg 


tcggggccct 


240 


gatccagtgt 


gctgtgctct 


acacgaccat 


cagtggtcag 


cgaagactcc 


ggattcacaa 


300 


tctcgcctta 


aactgcagca 


cccagctagc 


ggatctgtac 


aagagctgtg 


aaactgatgc 


360 


ccttatcaac 


ttctttgcca 


agtcagcttt 


taaagcagtt 


ttgaaccagc 


ccttgaaggc 


420 


catccgggaa 


attctagtca 


atcagactgc 


ccatatgctg 


gcgtgttacc 


ggaagcactg 


480 


tgcgagtccg 


tctgcagcaa 


gccagcttat 


actgccagat 


tccatgaagg 


tgctgc'ctgt 


540 


gtacatgaac 


agtttgttga 


aaaactgtgt 


gctgctcagc 


agatcggaga 


tctcccctga 


600 


tgagcgggct 


taccagcggc 


agctggtcat 


gaccatgggc 


gtggctgact 


cccagctctt 


660 


cttctatcca 


ctgctcctgc 


caatccacac 


gttagatgtg 


aagagtgcag 


cgctgccacc 


720 


agccgtccgc tgctccgagt 


cccgactctc 


tgaagaagga atattcctgc tggctaacgg 


780 


tctgaacatg 


ttcttatggt 


ttggagtggg 


cagcccacca gagctgattc agggaatatt 


840 


taatgtgcca tcgtttgcac 


atatcaacac 


agatatgaca tcgctgcctg 


aggtgggaag 


900 


tccacactct 


caacaactca 


gaatgataat 


gaataatatc 


cagcaaaaga 


agccatactc 


960 



aatgaagctc atcgtggtta aacagcgaga gcagcgggag atggctttcc gacagttcct 1020 
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K0PCHICK8APCT CEDIS) (IPC) . ST25 -txt 

ggtggaagat aaagggctct atggaggatc ttcgtacgtg gatttcctct gctgtgttca 1080 

caaggagatc tgtcaactgc ttaactgagc cctcggctct ccctctgagg tcacattcct 1140 

gaggagacag tctccaactt ggtgcctaat tttctgatga tagtaggcta gttttaattt 1200 

cttgatcact ttcaggacag cttgcctgga cagcacacag accttcagct cggagtgctc 1260 

aggtggcaag cccgtggagg tgtgggggta ctgtaaaggg aagagtccat tactggctgt 1320 

ccagcttcta atttctaaag ctgacacaat ttgcatttca taaatacata gtttacagaa 1380 

ccatttgcag cctcaatttt ctttgtgett gttatataaa ttatttttca aactgtatag 1440 

attcatgata aaattatctt ggttcctctc tcttttaccg tgagaggaaa agacttcatt 1500 

tttatcttat acctaatttt tttaaaaccc cgtgatgaca ttaaacagaa ttttttttcc 1560 

aacataagat ctgcacagca gacttttaaa aagcctgaaa tctgtctggt agaacaattt 1620 

gtgttctcct tttttcataa ttatatattg tctgtttaaa atattttcca gttgttttgt 1680 

ctataaaacg gtatctatat tcttaatggt tctttgtaca attttgatgg tttctacctg 1740 

tatataatgg atcttaacca atatcaataa attacttcat gtaaaaaaaa aaaaaaaa 1798 

<210> 11 
<211> 338 
<212> DMA 
<213> ' Mus sp. 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<Z21> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_feature 
C13)..a5) 
n 1s unknown. 



misc_feature 
C24) . . (24) 
n is unknown. 



misc_-Feature 
(33).. (33) 
n is unknown. 



misc_feature 
(52).. (52) 
n is unknown. 



misc_feature 
(87) . . (87) 
n is unknown. 



misc_feature 
(89) . . (89) 
n is unknown. 



mi sc_feature 
(104) . . (104) 
n is unknown. 
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<220> 

<221> misc_feature 

<222> (112) • . (112) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (114).. (114) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (138) . . (138) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (144) . . (144) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (154) -.(154) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (169) . . (169) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (196) . . (196) 

<223> n is unknown. 

<220> 

<221> miscfeature 

<222> (198) . . (198) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (201) . . (201) 

<223> n is unknown. 

<220> 

<221> misc_feature 

.<222> (204). .(204) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (273) . . (273) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (289) . . (289) 

<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (296) . . (296) 

<223> n is unknown. 

<220> 

<221> misc^feature 
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K0PCHICK8APCT (EDIS) (IPC) - ST25 - txt 

<222> (298) . . (298) 
<223> n is unknown. 

<220> 

<221> misc_feature 

<222> (300) . . (300) 

<223> n is unknown. 

<400> 11 

aaaaggatgg ggnnnccttc cagntgatgg ggntttatgg ccgagaacca gntttgagtt 60 

cagacatcaa ggaaaggttt gcaaaantnt gtgaggagca tggnatcctt ananaaaata 120 

tcattgacct atccaatncc aatngctgcc tccnggcccg agaatgaana atggcctgag 180 

cctccaggtg ggcaancncc naanagagca aggagggggt tggtcgacat ggagaggccc 240 

ttcccaaagt attaatgttg tgcccccaaa ttncattaaa aaatagttng ataaanantn 300 

ttgtaggaaa gcttgagaaa aaaaaaaaaa aaaaaaaa 338 

<210> 12 

<211> 247 

<212> PRT 

<213> Mus sp. 

<400> 12 

Met Leu Ala Leu Arg Ser Gly Leu Arg Thr Ala Leu Ala Pro Arg Val 
1 5 10 15 

Leu Thr Pro Gin val Cys Ser Pro Phe Ala Thr Gly Pro Arg Gin Ser 
20 25 30 

Asn Gly Thr Phe Tyr Glu Phe Arg Thr Tyr Phe Leu Lys Pro Ser Lys 
35 40 45 

Thr Asn Glu Phe Leu Glu Asn Phe Lys Asn Ser val His Leu Arg Thr 
50 55 60 

Ala His ser Glu Met lie Gly Tyr Trp Thr val Glu Phe Gly Gly Arg 
65 70 75 80 

Thr Asn Arg val Phe His lie Trp Lys Tyr Asp Asn Phe Ala His Arg 
85 90 95 

Thr Ala Val Arg Lys Ala Leu Ala Lys Asp Lys Glu Trp Gin Glu Arg 
100 105 110 

Phe Leu lie Pro Asn Leu Ala Phe lie Asp Lys Gin Glu val Glu lie 
115 120 125 . 

Thr Tyr Leu val Pro Trp Cys Lys lie Gly Thr Pro Pro Lys Glu Gly 
130 135 140 

val Tyr Glu Leu Ala Thr Phe Gin Met Lys Pro Gly Gly Pro Ala Leu 
145 150 155 160 
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K0PCHICK8APCT (EDIS) CIPC) . ST25 . tXt 

Trp Gly Asn Ala Phe Lys Arg Ala val Asn Ala His val Glu Leu Gly 
165 170 175 

Tyr Ser Thr Leu val Gly val Phe His Thr Glu Tyr Gly Ala Leu Asn 
180 185 190 

Arg val His val Leu Trp Trp Asn Glu Ser Ala Asp ser Arg Ala Ala 
195 200 205 

Gly Arg His Trp Ser His Glu Asp Pro Arg val val Ala Ala val Arg 
210 215 220 

gTu Ser vaT Ser Tyr Leu Glu ser Gin Gin Asn Thr Phe Leu lie Pro 
225 230 235 240 

Thr ser Phe ser Pro Leu Lys 
245 

<210> 13 
<211> 80 
<212> PRT 
<213> Mus sp. 

<400> 13 

Met Gin Thr Glu Leu Phe Lys Arg Gin Gly ser Leu Ala Val Ser Cys 
15 10 15 

Phe Tyr Thr Tyr lie Leu Ser Leu Phe Lys Leu lie val lie Gly Gly 
20 25 30 

Ala Gly Trp val Leu Pro Gin Ser Leu Leu Gly Phe His His cys Leu 
35 40 45 

Lys Glu Thr Ser Leu Leu Pro Asp Lys Asn val Asn Arg Leu Leu val 
50 55 60 

lie Asn Leu Ser Val val Arg lie Glu Thr val Ala Leu Lys Glu Met 
65 70 75 80 

<210> 14 

<211> 64 

<212> PRT 

<213> MUS sp. 

<400> 14 

Met His lie His Tyr Thr Cys lie Asp Leu Arg Lys cys- Lys Thr Val 
1 5 10 15 

Glu Leu Phe Phe Phe Leu Phe Phe Ser Arg Met Lys Lys Lys Lys Lys 
20 25 30 

Ala lie Tyr Thr ser Pro Phe Phe Thr Pro Asp Ser Cys Leu Glu Thr 
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35 



KOPCHIGK8APCT (EDIS) (IPC) . ST25 . txt 
40 45 



ser Pro Ala Leu Pro val. Leu Gin val Tyr Leu Pro Ser His Leu phe 



<210> 15 

<211> 55 

<212> PRT 

<213> Mus sp. 

<400> 15 

Met Leu lie Lys Tyr Met Gin Glu Ser Met Val Tyr lie Leu Arg Leu 
15 10 15 



Asn Arg lie Gly Pro Arg Thr Asp Lys val Trp Lys Glu Asn Leu Leu 
20 25 30 



Phe Leu Val Asn Ser cys Tyr Glu Met ser Gly Phe Leu lie Phe Leu 
35 40 45 



Arg Gly Arg lie lie val Phe 
50 55 



<210> 16 

<211> 53 

<212> PRT 

<213> Mus sp. 

<400> 16 

Met Leu Ser Thr Cys lie Trp Met val Arg His Gin Phe lie Phe Met 
1 5 10 15 



Glu lie Arg Ser Arg Ala Ala Ser Leu val Glu Gly Ala Arg Asp He 
20 25 30 



Gin lie Pro Arg lie Thr Leu Gly Thr Thr Phe Pro Ser Ser Ala cys 
35 40 45 



Leu Ser Lys Ala Thr 
50 



<210> 17 

<211> 45 

<212> PRT 

<213> Mus sp. 

<400> 17 

Met Thr Glu cys Pro Ala Phe Leu Asn lie Phe Met Tyr Phe Leu ser 
1 5 10 15 



Asn Leu lie lie ser Ala Arg val Asp Arg Leu val Arg Asn Gin Leu 



50 



55 



60 



20 



25 



30 
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. K0PCHICK8APCT (EDIS) CiPC) . ST25 . tXt 

lie pro Tyr Lys lie cys ser Phe Thr Asp Lys Gly lie 
35 40 . 45 

<210> 18 

<211> 43 

<212> PRT 

<213> MUS sp. 

<400> 18 

Met ser Leu Ala Pro ser Thr Arg Glu Ala Ala Leu Leu Leu He Ser 
1 5 10 15 

lie Asn Met Asn Trp Cys Leu Thr lie Gin Met His val Asp Ser lie 
20 25 30 

Leu Cys Arg His Leu Ala Arg Thr Trp Glu Ser 
35 40 

<210> 19 

<211> 39 

<212> PRT 

<213> Mus sp. 

<400> 19 

Met Phe Phe Ser Gly Leu val Ser Trp Leu Ala Met Leu Phe Lys Lys 
15 10 15 

Ser Val Leu Ser Thr val Ala His Thr Phe Asn Pro ser ser ser Thr 
20 25 30 

Arg Gin Arg Gin Ala Asp Leu 
35 

<210> 20 
<211> 37 
<212> PRT 
<213> Mus sp. 

<400> 20 

Met Phe Gin Glu Lys Lys Lys Phe Lys Gly Lys Ser His His ser Glu 
15 10 15 

Leu Lys Asn Val Pro val Leu lie Asp Ala Tyr ser Leu Tyr Leu Tyr 
20 25 30 

Arg Leu L^s Glu val 



<210> 21 

<211> 342 

<212> PRT 

<213> MUS sp. 

<400> 21 
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KOPCHICK8APCT (EDIS) (IPC) . ST25 . txt 
Met Arg val Arg Thr ser Thr Gly Phe Arg Ala Thr Asp Phe Phe Gly 
15 10 15 

t - . . . . 

Gly lie Phe Met Asn Asn Thr Thr Asp Val Glu Met Ala Ala lie Asp 
.20 25 30 

Cys Asp Lys Ala Val Thr Val Glu Phe Lys His Asp Asp Lys Leu ser 
35 40 45 

Glu Asp val Gly Ala Leu lie Gin cys Ala val Leu Tyr Thr Thr lie 
50 55 60 

Ser Gly Gin Arg Arg Leu Arg lie His Asn Leu Ala Leu Asn Cys Ser 
65 70 75 80 

Thr Gin Leu Ala Asp Leu Tyr Lys Ser cys Glu Thr Asp Ala Leu lie 
85 90 95 

Asn Phe Phe Ala Lys ser Ala Phe Lys Ala val Leu Asn Gin Pro Leu 
100 105 110 

Lys Ala lie Arg Glu He Leu val Asn Gin Thr Ala His Met Leu Ala 
115 120 125 

Cys Tyr Arg Lys His Cys Ala ser Pro ser Ala Ala Ser Gin Leu lie 
130 135 140 

Leu Pro Asp ser Met Lys val Leu Pro val Tyr Met Asn ser Leu Leu 
145 150 155 160 

Lys Asn Cys val Leu Leu ser Arg ser Glu He ser Pro Asp Glu Arg 
165 170 175 

Ala Tyr Gin Arg Gin Leu Val Met Thr Met Gly val Ala Asp Ser Gin 
180 185 190 

Leu Phe Phe Tyr Pro Leu Leu Leu Pro lie His Thr Leu Asp val Lys 
195 200 205 

Ser Ala Ala Leu Pro Pro Ala val Arg cys ser Glu ser Arg Leu Ser 
210 215 220 

Glu Glu Gly lie Phe Leu Leu Ala Asn Gly Leu Asn Met Phe Leu Trp 
225 230 235 240 

Phe Gly val Gly Ser Pro Pro Glu Leu lie Gin Gly lie Phe Asn val 
245 250 255 

Pro Ser Phe Ala His lie Asn Thr Asp Met Thr Ser Leu Pro Glu val 
260 265 270 
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K0PCHICK8APCT (EDIS) (IPC) . ST25 . txt 
Gly Ser Pro His Ser Gin Gin Leu Arg Met lie Met Asn Asn lie Gin 
275 280 285 

Gin Lys Lys Pro Tyr Ser Met Lys Leu lie val Val Lys Gin Arg Glu 
290 295 300 

Gin Arg Glu Met Ala Phe Arg Gin Phe Leu val Glu Asp Lys Gly Leu 
305 310 315 320 

Tyr Gly Gly Ser ser Tyr val Asp Phe Leu cys cys val His Lys Glu 
325 330 335 

lie cys Gin Leu Leu Asn 
340 

<210> 22 
<211> 21 
<212> DNA 
<213> Mus sp- 

<400> 22 

gctcttttcc tctcacggta a 21 

<210> 23 

<211> 20 

<212> DNA 

<213> Mus sp. 

<400> 23 

ggctgcaaat ggttctgtaa 20 

<210> 24 
<211> 21 
<212> DNA 
<213> • Mus sp. 

<400> 24 

acagccagta atggiactctt c 21 

<210> 25 

<211> 20 

<212> DNA 

<213> Mus sp- 

<400> 25 

agctgttcag ggcattttcc 20 

<210> 26 

<211> 24 

<212> DNA 

<213> MUS sp. 

<400> 26 

tcagcaaatg tccaccagtg caca 24 



<210> 27 
<211> 22 
<212> DNA 
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<213> MUS sp. . 
<400> 27 

ggagtgaagg ccatgacaga gt 
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